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9:30-9:40
Opening Remarks

9:40-10:20
Dr. Philipp T. Kaulich (Christian-Albrechts-Universitat Kiel Germany)
Influence of Different Sample Preparation Approaches on Proteoform Identification by Top-Down Proteomics

10:20-11:00
Dr. Luca Fornelli (Oklahoma University U.S.A.)
Intact Proteoform Analysis by Top-Down Mass Spectrometry

11:00-11:40
Dr. Takashi Baba (SCIEX Canada)
Electron Activated Dissociation for Protein Characterization
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