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Table 1 PX partner proteomics data repositories

Database name URL Organization
PRIDE http://www.ebi.ac.uk/pride/ EMBL-EBI, European Bioinformatics Institute, Cambridge, UK
PASSEL http://www.peptideatlas.org/passel/ Institute for Systems Biology, Seattle, WA, USA
MassIVE http://massive.ucsd.edu/ University of California San Diego, CA, USA
jPOST repository http://jpost.org/ Several institutions, Japan
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jPOSTrepo (Japan ProteOme STandard Repository) is a new data repository of sharing MS
raw/processed data. It consists of a newly-developed, high-speed file upload process, flexible file

system and easy-to-use i Users can release their raw/processed” data
via this site with a unique identifier number for the paper publication. Users also can suspend (or
“embargo") their data until their paper is published. The file transfer from users’ computer to our
repository server is very fast (roughly ten times faster than usual file transfer) and uses only web
browsers — it does not require installing any additional software.
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In order to facilitate the sharing and reuse of promising datasets, it is important to construct appropriate,
high-quality public data repositories. The JPOST repository has successfully implemented several unique features
such as a high-speed file uploading system. This repository has been launched as a public repository containing
various proteomic datasets and is available for researchers worldwide. In addition, our repository has joined the
ProteomeXchange consortium. This repository thus contributes to a global alliance to share and store all datasets
from a wide variety of proteomics experiments. In addition, comparative genomic analysis of phosphorylation has
been performed. A computational method to investigate evolutionary patterns in acquisition of phosphomotifs and
relationships between motif structures has been developed and we have reported the kinase substrates associated
with phosphoproteins and the evolutionary conservations of kinase groups, revealing physiological roles of unreport-
ed phosphosites.

Keywords: database; evolution; jJPOST; phosphorylation.





